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and Chromosomes provides a basic explanation for the main 
approaches undertaken to generate genetic and physical maps of our 
genome. 
Chromosomes will appeal to senior biology students, due to its wide 
coverage, and due to the excellent list of about 1500 references ordered 
according to the topics covered. The book should also be among the 
Iirst choices for both junior and senior researchers in other fields, who 
want a basic but comprehensive introduction to molecular biology and 
its application in genetics. This includes those medical students and 
clinicians who have realized that the genetic revolution will involve all 
medical specialties in the future. 
Niels Tommerup 
Protein Biow; edited by G. Walsh and D.R. Headon, Wiley; Chichester, 1994; x + 371 pages. $44.95. ISBN 0 471 94396 7 - 
ISBN 0 471 94393 2 (pbk.). 
In the preface to their book the authors correctly state that, while many 
of the end-products coming from the biotechnology industry are 
proteins, only relatively few publications have appeared that review 
comprehensively the production and application of such products. 
Protein Biotechnology will go a good way towards remedying this 
situation. It is intended for students of biotechnology who already have 
a background in biochemistry. 
The book commences with an introduction on the scope of protein 
biotechnology (a propos, why not just ‘protein technology’?). The 
treatment proper starts with a chapter on protein sources followed by 
one on downstream processing. The latter is well illustrated, and for a 
student whose aquaintance with protein separation and purification 
is restricted to the laboratory the explanations and illustrations of the 
industrial plant will be of value. 
coherent review (at senior undergraduate l vel) of the field of protein 
biotechnology - a field not easy to unify. However, it is less certain that 
this work, with all its good qualities, will make a good text-book. The 
problem is one of incompatible criteria. A text-book should above ah 
outline principles and explain them by reference to detailed examples. 
Here, the most important principles are actually from other disciplines: 
protein biochemistry, a knowledge of which is presupposed, and those 
providing the backgrounds for the usefulness of certain proteins, such 
as hematology and immunology. This makes it almost impossible to go 
into background material in the depth needed to engender an 
understanding of it, and likewise impossible to use the examples - of 
which many are cited - in an explanitory way. Thus, the emphasis is 
inevitable more upon reviewing the material than on presenting it in a 
learnable or teachable form. 
The remaining six chapters take various kinds of industrial proteins 
and describe their background and use. Here the treatment shows a 
surprising imbalance: extreme mphasis is placed upon therapeutic and 
diagnostic proteins, at the cost of all other kinds of industrial protein. 
Therapeutic proteins receive 150 pages (three chapters) while all others, 
including diagnostic proteins, are given less than 100 pages. The chapter 
on polymer-degrading enzymes is only 35 pages long, which hardly 
reflects the enormous technological importance of these enzymes, even 
if the chemistry of their industrial substrates (e.g. stains) is less 
interesting than that of some of the subtler therapeutics. 
Where the book really succeeds is in reviewing the field of protein 
technology, in spite of its medical bias. Furthermore, it is well written 
and produced; the argument is easy to follow, while the style is logical 
and formal without being stuffy. 
While its value as a stand-alone text-book may LX disputed, Protein 
Biotechnology will certainly make an admirable reference book for 
students in the biotechnological disciplines. Every library at relevant 
departments in universities and colleges should have a (well-thumbed) 
copy. 
The authors have succeeded in their praiseworthy aim of writing a Paul Woolley 
Methods in Molecular Biology, vol. 23: DNA Sequencing Protocols; edited by H.G. Griffin and A.M. GriBin, Humana Press; Totowa, 
New Jersey, 1993; xii + 392 pages. ISBN 0-89603-248-S. 
Volume 23 in Methods in Molecular Biology, DNA Sequencing 
Protocols, continues the standard of excellent laboratory manuals that 
has been set by earlier volumes. The book provides, step-by-step 
manuals for most of the procedures that are necessary for performing 
DNA sequencing, and each chapter is written by experts in the field, 
often by the persons that actually developed the technique. The 
manuals cover most of the sequencing methods that are currently used, 
from sequencing using the Klenow fragment and [32P]dATP over 
chemical degradation sequencing to automated DNA sequencing using 
robotic workstations. In addition, the book includes simple easy-to- 
follow manuals for the procedures that constitute the basis for 
performing the actual sequencing reactions, including the preparation 
of vector DNA, cloning of restriction fragments into plasmids or M 13 
vectors, transfection of E. coli, preparation of both single-stranded and 
double-stranded DNA etc. It also includes chapters describing how a 
large DNA fragment can be fractionated, by sonication, treatment with 
exonuclease III or other methods, into subfragments in a size range 
suitable for sequencing, and there are also suggestions for how to design 
a sequencing strategy. Many of the protocols are significantly simpler 
or easier to follow than comparable protocols in other laboratory 
handbooks. This can lead to a reduction of the time spent at the 
bench. 
However, the user should use some common sense since there are 
errors in some of the chapters, including a few that certainly will result 
in failed experiments, but those that I detected were all so obvious that 
most scientists will notice them before the experiment is performed. 
However, their presence could indicate a superficial proof-reading of 
some chapters. In addition, I am missing a chapter on heat denaturation 
of double-stranded DNA using glycerol and ethylene glycol to lower 
the melting temperature; in our hands this is the fastest and the most 
convenient method for sequencing both linear and circular double- 
stranded DNA. 
In conclusion, the book provides one of the best collections of 
manuals for DNA sequencing applications and I can strongly 
recommend it to everybody who is doing DNA sequencing. Even 
laboratories that have a high output of DNA sequences may find some 
of the protocols useful, and for scientists who are just starting DNA 
sequencing this book will provide a solid basis for the experiments. 
Henrik Leffers 
